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Introduction 
•  NGS being implemented widely 
•  Challenge: Handling of high resolution results in a clinical laboratory 
•  Manual data processing has significant risk of human error 
•  Important to implement an appropriate LIMS for HLA laboratories 

•  LIMS emphasis on interoperability (fully-connected LIMS) 
•  LIMS vendor commitment to interface with multiple NGS filetypes (JSON, HML, XML, 

etc.) 
•  Seamless integration of different workflows 

•  Both NGS & LIMS vendor must support flexible & adaptive workflows 
•  The study confirmed lab’s current workflow can be achieved with mTilda & Holotype  

•  LIMS validation 
•  2 levels of validation: procedural validation (SOP-driven workflow validation) and data 

integrity validation (validation of discrete-data elements for high resolution typing as 
well as valid nomenclature) 
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Holotype HLA NGS Workflow 
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